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NUCLEIC ACID MOLECULES AND THEIR USE 

FILE REFERENCE: LUD 5539.1 CIP 

CURRENT APPLICATION NUMBER: US/09/267 , 963D 

CURRENT FILING DATE: 1999-03-12 

PRIOR APPLICATION NUMBER: PCT/GB93/02367 
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PRIOR APPLICATION NUMBER: US 09/039,177 
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NUMBER OF SEQ ID NOS : 4 6 

SOFTWARE: Patent In version 3.2 

SEQ ID NO: 1 

LENGTH: 1984 

TYPE: DNA 

ORGANISM: Homo sapiens 
SEQUENCE: 1 

aggaaacggt ttattaggag ggagtggtgg agctgggcca 
agaaacattt ttgctccagc ccccatccca gtcccgggag 
gagcgagccc ctccccggct ccagcccggt ccggggccgc 
ccagcgctgg cggtgcaact gcggccgcgc ggtggagggg 
aggctagcgc cccgccaccc gcagagcggg cccagaggga 
aggaaaggcc ttctgatgct gctgatggcc ttggtgaccc 
tctcggggcc cgctggtgac ctgcacgtgt gagagcccac 
cggggggcct ggtgcacagt agtgctggtg cgggaggagg 
cggggctgcg ggaacttgca cagggagctc tgcagggggc 
cactactgct gcgacagcca cctctgcaac cacaacgtgt 
caacctcctt cggagcagcc gggaacagat ggccagctgg 



ctggccttgc tggccctggt ggccctgggt gtcctgggcc 
caggagaagc agcgtggcct gcacagcgag ctgggagagt 
tctgagcagg gcgacacgat gttgggggac ctcctggaca 
ggctcagggc tccccttcct ggtgcagagg acagtggcac 
tgtgtgggaa aaggccgcta tggcgaagtg tggcggggct 
gccgtcaaga tcttctcctc gagggatgaa cagtcctggt 
aacacagtat tgctcagaca cgacaacatc ctaggcttca 
cgcaactcga gcacgcagct gtggctcatc acgcactacc 
gactttctgc agagacagac gctggagccc catctggctc 
gcatgcggcc tggcgcacct gcacgtggag atcttcggta 
gcccaccgcg acttcaagag ccgcaatgtg ctggtcaaga 
gccgacctgg gcctggctgt gatgcactca cagggcagcg 
aacccgagag tgggcaccaa gcggtacatg gcacccgagg 
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45 acggactgct ttgagtccta caagtggact gacatctggg cctttggcct ggtgctgtgg 1500 

46 gagattgccc gccggaccat cgtgaatggc atcgtggagg actatagacc acccttctat 1560 

47 gatgtggtgc ccaatgaccc cagctttgag gacatgaaga aggtggtgtg tgtggatcag 1620 

48 cagaccccca ccatccctaa ccggctggct gcagacccgg tcctctcagg cctagctcag 1680 

49 atgatgcggg agtgctggta cccaaacccc tctgcccgac tcaccgcgct gcggatcaag 1740 

50 aagacactac aaaaaattag caacagtcca gagaagccta aagtgattca atagcccagg 1800 

51 agcacctgat tcctttctgc ctgcaggggg ctgggggggt ggggggcagt ggatggtgcc 1860 

52 ctatctgggt agaggtagtg tgagtgtggt gtgtgctggg gatgggcagc tgcgcctgcc 1920 

53 tgctcggccc ccagcccacc cagccaaaaa tacagctggg ctgaaacctg aaaaaaaaaa 1980 

54 aaaa 1984 



56 <210> SEQ ID NO: 2 

57 <211> LENGTH: 503 

58 <212> TYPE: PRT 

59 <213> ORGANISM: Homo sapiens 

60 <400> SEQUENCE: 2 
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95 Leu Trp Leu lie Thr His Tyr His Glu His Gly Ser Leu Tyr Asp Phe 

96 275 280 285 

97 Leu Gin Arg Gin Thr Leu Glu Pro His Leu Ala Leu Arg Leu Ala Val 

98 290 295 300 

99 Ser Ala Ala Cys Gly Leu Ala His Leu His Val Glu He Phe Gly Thr 
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124 500 

126 <210> SEQ ID NO: 3 

127 <211> LENGTH: 2724 

128 <212> TYPE: DNA 

129 <213> ORGANISM: Homo sapiens 

130 <400> SEQUENCE: 3 



131 ctccgagtac cccagtgacc agagtgagag aagctctgaa cgagggcacg cggcttgaag 60 

132 gactgtgggc agatgtgacc aagagcctgc attaagttgt acaatggtag atggagtgat 120 

133 gattcttcct gtgcttatca tgattgctct cccctcccct agtatggaag atgagaagcc 180 

134 caaggtcaac cccaaactct acatgtgtgt gtgtgaaggt ctctcctgcg gtaatgagga 240 

135 ccactgtgaa ggccagcagt gcttttcctc actgagcatc aacgatggct tccacgtcta 300 

136 ccagaaaggc tgcttccagg tttatgagca gggaaagatg acctgtaaga ccccgccgtc 360 

137 ccctggccaa gctgtggagt gctgccaagg ggactggtgt aacaggaaca tcacggccca 420 

138 gctgcccact aaaggaaaat ccttccctgg aacacagaat ttccacttgg aggttggcct 480 

139 cattattctc tctgtagtgt tcgcagtatg tcttttagcc tgcctgctgg gagttgctct 540 

140 ccgaaaattt aaaaggcgca accaagaacg cctcaatccc cgagacgtgg agtatggcac 600 

141 tatcgaaggg ctcatcacca ccaatgttgg agacagcact ttagcagatt tattggatca 660 

142 ttcgtgtaca tcaggaagtg gctctggtct tccttttctg gtacaaagaa cagtggctcg 720 

143 ccagattaca ctgttggagt gtgtcgggaa aggcaggtat ggtgaggtgt ggaggggcag 780 

144 ctggcaaggg gaaaatgttg ccgtgaagat cttctcctcc cgtgatgaga agtcatggtt 840 
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145 cagggaaacg gaattgtaca acactgtgat gctgaggcat gaaaatatct taggtttcat 900 

14 6 tgcttcagac atgacatcaa gacactccag tacccagctg tggttaatta cacattatca 960 

147 tgaaatggga tcgttgtacg actatcttca gcttactact ctggatacag ttagctgcct 1020 

148 tcgaatagtg ctgtccatag ctagtggtct tgcacatttg cacatagaga tatttgggac 1080 
14 9 ccaagggaaa ccagccattg cccatcgaga tttaaagagc aaaaatattc tggttaagaa 1140 

150 gaatggacag tgttgcatag cagatttggg cctggcagtc atgcattccc agagcaccaa 1200 

151 tcagcttgat gtggggaaca atccccgtgt gggcaccaag cgctacatgg cccccgaagt 1260 

152 tctagatgaa accatccagg tggattgttt cgattcttat aaaagggtcg atatttgggc 1320 

153 ctttggactt gttttgtggg aagtggccag gcggatggtg agcaatggta tagtggagga 1380 

154 ttacaagcca ccgttctacg atgtggttcc caatgaccca agttttgaag atatgaggaa 1440 

155 ggtagtctgt gtggatcaac aaaggccaaa catacccaac agatggttct cagacccgac 1500 

156 attaacctct ctggccaagc taatgaaaga atgctggtat caaaatccat ccgcaagact 1560 

157 cacagcactg cgtatcaaaa agactttgac caaaattgat aattccctcg acaaattgaa 1620 

158 aactgactgt tgacattttc atagtgtcaa gaaggaagat ttgacgttgt tgtcattgtc 1680 

159 cagctgggac ctaatgctgg cctgactggt tgtcagaatg gaatccatct gtctccctcc 1740 

160 ccaaatggct gctttgacaa ggcagacgtc gtacccagcc atgtgttggg gagacatcaa 1800 

161 aaccacccta acctcgctcg atgactgtga actgggcatt tcacgaactg ttcacactgc 1860 

162 agagactaat gttggacaga cactgttgca aaggtaggga ctggaggaac acagagaaat 1920 

163 cctaaaagag atctgggcat taagtcagtg gctttgcata gctttcacaa gtctcctaga 1980 

164 cactccccac gggaaactca aggaggtggt gaatttttaa tcagcaatat tgcctgtgct 2040 

165 tctcttcttt attgcactag gaattctttg cattccttac ttgcactgtt actcttaatt 2100 

166 ttaaagaccc aacttgccaa aatgttggct gcgtactcca ctggtctgtc tttggataat 2160 

167 aggaattcaa tttggcaaaa caaaatgtaa tgtcagactt tgctgcattt tacacatgtg 2220 

168 ctgatgttta caatgatgcc gaacattagg aattgtttat acacaacttt gcaaattatt 2280 

169 tattacttgt gcacttagta gtttttacaa aactgctttg tgcatatgtt aaagcttatt 2340 

170 tttatgtggt cttatgattt tattacagaa atgtttttaa cactatactc taaaatggac 2400 

171 attttctttt attatcagtt aaaatcacat tttaagtgct tcacatttgt atgtgtgtag 2460 

172 actgtaactt tttttcagtt catatgcaga acgtatttag ccattaccca cgtgacacca 2520 

173 ccgaatatat tatcgattta gaagcaaaga tttcagtaga attttagtcc tgaacgctac 2580 

174 ggggaaaatg cattttcttc agaattatcc attacgtgca tttaaactct gccagaaaaa 2640 

175 aataactatt ttgttttaat ctactttttg tatttagtag ttatttgtat aaattaaata 2700 

176 aactgttttc aagtcaaaaa aaaa 2724 



178 <210> SEQ ID NO: 4 

179 <211> LENGTH: 509 

180 <212> TYPE: PRT 

181 <213> ORGANISM: Homo sapiens 

182 <400> SEQUENCE: 4 



183 Met Val Asp Gly Val Met He Leu Pro Val Leu He Met He Ala Leu 

184 1 5 10 15 

185 Pro Ser Pro Ser Met Glu Asp Glu Lys Pro Lys Val Asn Pro Lys Leu 

186 20 25 30 

187 Tyr Met Cys Val Cys Glu Gly Leu Ser Cys Gly Asn Glu Asp His Cys 

188 35 40 45 

189 Glu Gly Gin Gin Cys Phe Ser Ser Leu Ser He Asn Asp Gly Phe His 

190 50 55 60 

191 Val Tyr Gin Lys Gly Cys Phe Gin Val Tyr Glu Gin Gly Lys Met Thr 

192 65 70 75 80 

193 Cys Lys Thr Pro Pro Ser Pro Gly Gin Ala Val Glu Cys Cys Gin Gly 

194 85 90 95 
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RAW SEQUENCE LISTING ERROR SUMMARY 

PATENT APPLICATION: US/09/267 , 963D 



DATE: 04/18/2003 
TIME: 14:22:07 



Input Set : N:\Crf4\04072003\l267963B.raw 
Output Set: N:\CRF4\04182003\l267963D.raw 



Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 

Seq#:19; N Pos . 20 

Seq#:26; Xaa Pos. 2,4,5 

Seq#:43; Xaa Pos. 2,3,4,5,6 

Seq#:44; Xaa Pos. 1,3,4,6 

Invalid Line Length: 

The rules require that a line not exceed 72 characters in length. This includes spaces. 

Seq#:l; Line(s) 4 
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VERIFICATION SUMMARY DATE: 04/18/2003 

PATENT APPLICATION: US/09/267 , 963D TIME: 14:22:07 

Input Set : N:\Crf4\04072003\l267963B.raw 
Output Set: N:\CRF4\04182003\l267963D.raw 
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